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- calntegrator Background
- Current Status

+ Future Directions

+ Questions




What Is calntegrator

Brief Description

calntegrator is a web-based software application that allows researchers to set
up custom, caBIG®-compatible web portals to conduct integrative research,
without requiring programming experience.

These portals bring together heterogeneous clinical, microarray and medical
Imaging data to enrich multidisciplinary research.

NCI-hosted calntegrator provides access to public data including,
REMBRANDT (Repository for Molecular Brain Neoplasia Data)

TARGET-ALL (Therapeutically Applicable Research to Generate Effective Treatments-
Acute Lymphoblastic Leukemia)

TCGA (The Cancer Genome Atlas)

Intended Audiences:

Basic and translational researcher



calntegrator Goals

Have a single place where one can go to get all the information about a study
Clinical Data
Imaging Data

Genomic Data
Provide ways to browse, query, visualize and analyze the data

Explore and confirm hypotheses
Share data and results, e.g. lists of interesting genes

Have a way to roll out new studies easily
Have a consistent user experience across different studies
Lay the groundwork for cross-study comparisons



How Does calntegrator2 Work?
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calntegrator
Aggregate Data, Create a Study

AGE AT
PATIENT ID [MICROARRAY SITE |GENDER|DIAGNOSIS [RACE SMOKING _HISTORY  |PATHOLOGIC N_STAGE
151 NCI U133A 1L MSKCC [Male 64 White(01) |Currently smoking N1, ACCORDING TO AJCC CRITERIA
152 NCI U133A 2L MSKCC [Male 62 White(01) [Smoked in the past NO, ACCORDING TO AJCC CRITERIA
153 NCI U133A 3L MSKCC |Female 70 White(01) [Smoked in the past NO, ACCORDING TO AJCC CRITERIA
154 NCI U133A 4L MSKCC [Male 67 White(01) [Smoked in the past N2, ACCORDING TO AJCC CRITERIA
155 NCI U133A 5L MSKCC [Female 56 White(01) |Currently smoking N1, ACCORDING TO AJCC CRITERIA
156 NCI U133A 6L MSKCC [Male 57 White(01) [Smoked in the past N1, ACCORDING TO AJCC CRITERIA
157 NCI U133A 7L MSKCC |Female 81 White(01) |Never smoked NO, ACCORDING TO AJCC CRITERIA
158 NCI U133A 8L MSKCC |Female 65 White(01) [Smoked in the past NO, ACCORDING TO AJCC CRITERIA
159 NCI U133A 9L MSKCC |Female 73 White(01) |Never smoked N2, ACCORDING TO AJCC CRITERIA
160 NCI U133A 10L | MSKCC [Male 65 White(01) |Currently smoking NO, ACCORDING TO AJCC CRITERIA
161 NCI U133A 11L | MSKCC |[Male 62 White(01) |[Smoked in the past NO, ACCORDING TO AJCC CRITERIA
162 NCI U133A 12L | MSKCC [Male 71 White(01) |[Smoked in the past N2, ACCORDING TO AJCC CRITERIA
163 NCI U133A 13L | MSKCC |Female 82 White(01) |Currently smoking NO, ACCORDING TO AJCC CRITERIA
164 NCI U133A 14L | MSKCC |[Male 68 White(01) [Smoked in the past NO, ACCORDING TO AJCC CRITERIA
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Creatlng and Managlng Studles

WL LML 110 ) Carteg stor AT ) reh dew CARTIGHINN | TSIy ACkEN L Corigaralinn. o= 1} ﬁ Gt Q)

n‘“hn*u--um

cnlno&..tﬂuh‘_—uw—'mm-u‘*mm} (s galany  pew
5 - ; T . e a o

Edit Study @t

B0y Nave 1004 At
Stady Owneriptne: YU CRG Agrart wih maae Tapsengs

Study Details

Surue Dephoyes
Shtes Dvncrpase. Virnuden o caplopren appeacr 288 .
[ Saw )

Sav anl Desbey

e e Clinical Data — Spreadsheet-style file
50 tovwd vaas

R — e Array Data — caArray reference
B

— - e Image Data — NBIA reference

Mg Sgh b _Irage SRS




Querying Study Data
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Querying Study Data

Sample Study Logo
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Querying Study Data

Calntegratorl
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Saved Queries are good for:

«Saving curated subsets of data

*Sharing those subsets with other users

*Storing subsets of data for use in other parts of calntegrator2




Integration with Analysis Tools
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calntegrator2 1.1 Features

« List management: create, modify and delete lists, use of lists in
queries and analysis.

* Pre-computed Genome Views: upload as cvs file or
link out to pre-computed data.

« Enhancements to caBIO integration: partial match for gene search
and pathway search.

« Support for Agilent gene expression data.

» Support for public browse option.

« Upgrade support: deploy new cal2 release without re-deploying the
Studies.

« Enhancements to clinical data interface: large spreadsheets, easy
upload of existing CDESs, easier annotation mapping.



Upcoming Features

Biospecimen data from caTissue

Time points
— Clinical, array and imaging data can be associated with specific study

time points (for instance, ‘Time of Diagnosis’ or ‘Six Months after
Treatment Start’)

— Queries will be able to operate on data from specific timepoints

Support for Additional Data Types
— SNP Queries
— Methylation
— Next Gen Sequencing support

More analysis

— Integration with other analysis tools such as geWorkbench and
BioConductor



Q&A

Team Contact Information:

Mervi Heiskanen — heiskame@mail.nih.gov
Juli Klemm — klemmj@mail.nih.gov
Anand Basu — basuan@mail.nih.gov
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